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 In atte  ndance:  A\eOeW PeUeV, AQdUeZ CROOLQV, MaUWLQ  CRUcRUaQ, WLOOLaP LeeV, CRUe\ 
 WaWVRQ, MaWV OhOLQ, JaPeV HeaWheU 

 1.  ASSURYDO RI PLQXWHV RI PHHWLQJ 116 
 Approved 

 2.  NH[W PHHWLQJ 
 March 20th, 2023 at 10.00 UTC 

 3.  PURRIUHDGLQJ RI QRYHO OGRDB HQWULHV 
 IGHV (AC) 
 TRBV (JH) 

 4.  DLVFXVVLRQ RI RHSRUW RI IARC DFWLYLWLHV WR WKH AIRR-C E[HFXWLYH 
 SXE-FRPPLWWHH - SSHFLDO MHHWLQJ ZLWK :G/SC CR-OHDGV RQ MDUFK 16, 
 2023 
 Discussion. Report accepted for presentation. 
 Discussion on possibilities for documentation/outreach on best practice in 
 AIRR data anal\sis. 

 5.  GHUPOLQH UHIHUHQFH VHW PDQXVFULSW 
 Discussion Zith a focus on e[tended IGHV sequences and the need for 
 supplementar\ conformation of IGHD and IGHJ alleles that has not been a 
 major focus on IARC inference processes. The importance of demonstration / 
 discussion of anal\sis challenges/errors using databases Zith incomplete or 
 fault\ sequences Zas discussed. 

 6.  AVVHVVPHQW RI LQIHUHQFH TRBV7-7*01BC315T LQ P4BI9BS1 (S00036) 
 TRBV7-7*01_C315T has been inferred in seventeen genot\pes in the 
 VDJbase P4 data set, including in VDJbase P4_I9_S1, a haplot\pable data 
 set (based on hetero]\gocit\ in TRBJ1-6). The genot\pe is also implied to 
 carr\ TRBV7-7*01. No other gene apart from IGHV7-6 (alleles of Zhich also 
 carr\ C315) in the IMGT database is highl\ similar to these alleles of 
 TRBV7-7. The novel allele is the most e[pressed allele in the repertoire (58% 



 allelic frequenc\; 0.16% of the total error-free population). It is represented b\ 
 37 error-free sequences and 33 unique CDR3s in the error-free set. 
 Haplot\ping based on allelic diversit\ in TRBJ1-6 demonstrates association of 
 TRBV7-7*01_C315T Zith onl\ one of the haplot\pes (onl\ feZ recorded 
 cases; TRBV7-7*01 Zas not associated Zith an\ allele of TRBJ1-6). 

 The allele has also been identified as TRBV7-7*01_S0326 and Sanger 
 validated (GenBank MZ339373) (Corcoran et al. (2023) Immunit\ (in press) 
 (10.1016/j.immuni.2023.01.026)). Final decision postponed until ne[t meeting 
 to alloZ incorporation of genomic validation into our decision process. 

 (Note: the difference betZeen TRBV7-7*01_C315T and TRBV7-7*01 is 
 outside of the range assessed b\ IMGT/V-QUEST) 

 Consensus plot of 3¶-end:  All data: 




