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 In atte  ndance:  A\elet Peres, Andrew Collins, Gur Yaari  (from �4), Martin Corcoran, William 
 Lees, Core\ Watson, Mats Ohlin, James Heather (from �4) 

 1.  ASSURYDO RI PLQXWHV RI PHHWLQJ 101 
 Approved 

 2.  IGLV7-46*L01 
 IGLV7-46*i01 was previousl\ (IARC meeting 57 on Jul\ 7th, 2020, and IARC 
 meeting 58 on Jul\ 20th, 2020) affirmed as a level 0 sequence. As it now 
 features in the IMGT database as IGLV7-46*04 with additional, independent 
 genomic support (GenBank: OL352718) it is promoted to level 1 and released 
 into the public domain of OGRDB. 

 3.  GHUPOLQH UHIHUHQFH VHW XVLQJ JHQH-DJQRVWLF QDPLQJ VFKHPD 
 Discussion of the effects of using a gene-agnostic naming schema in 
 IgDiscover / Immcantation and other tools. WL will generate a human 
 reference set using this naming schema for testing of tools. 

 4.  AVVHVVPHQW RI LQIHUHQFH TRBV12-4*01_C87T LQ P4_I24_S1 (S00036) 
 TRBV12-4*01_C87T has been inferred in nine genot\pes in the VDJbase P4 
 data set, including in VDJbase P4_I24_S1, a haplot\pable data set (based on 
 hetero]\gocit\ in TRBJ1-6). The genot\pe is also implied to carr\ 
 TRBV12-4*01. No other gene apart from TRBV12-3 in the IMGT database is 
 closel\ related to these alleles of TRBV12-4. The novel allele is the most 
 expressed allele in the repertoire (72% allelic frequenc\; 1.47% of the total 
 error-free population). It is represented b\ 499 error-free sequences and 467 
 unique CDR3s in the error-free set. Haplot\ping based on allelic diversit\ in 
 TRBJ1-6 demonstrates perfect separation from TRBV12-4*01. The data 
 formed the basis for a discussion of a future best practice for a consolidated 
 approach to allele affirmation (incl. of genes like those of the TRBV locus that 
 undergo extensive 3¶-end trimming), gene naming, and reference set 
 generation. 

 >7RB912-4*01BC877 
 GA7GC7GGAG77A7CCAG7CACCCCGGCACGAGG7GACAGAGA7GGGACAAGAAG7G 
 AC7C7GAGA7G7AAACCAA777CAGGACA7GAC7ACC7777C7GG7ACAGACAGACC 
 A7GA7GCGGGGAC7GGAG77GC7CA777AC777AACAACAACG77CCGA7AGA7GA7 
 7CAGGGA7GCCCGAGGA7CGA77C7CAGC7AAGA7GCC7AA7GCA7CA77C7CCAC7 



 C7GAAGA7CCAGCCC7CAGAACCCAGGGAC7CAGC7G7G7AC77C7G7GCCAGCAG7 
 ..... 

 Consensus plot of 3¶-end:  All data: 



 5.  DHILQLWLRQ RI SULRULWLHV IRU IXWXUH IARC HIIRUWV 
 WL will create a document to collect ideas in preparation of a discussion of 
 IARC¶s future priorities and activities. 

 6.  NH[W PHHWLQJ 
 August 15th, 2022 at 10 UTC. 


